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2 compare_c_stat

compare_c_stat Compare C-statistics Between Two Models with Bootstrapped Cls

Description

This function compares the C-statistics of two fitted models using bootstrap resampling.

Usage

compare_c_stat(model_raw, model_ext, data, R = 1000, ci_type = "perc")

Arguments
model_raw A fitted model (e.g., coxph) representing the base model.
model_ext A fitted model (e.g., coxph) representing the extended model.
data The dataset used for fitting the models.
R Number of bootstrap replications. Default is 1000.
ci_type Type of confidence interval to return ("perc"”, "norm", "basic", etc.).
Value

A data frame showing C-statistics for each model, their bootstrapped confidence intervals, and the
p-value for the difference.

Examples

library(survival)

data(lung)

modell <- coxph(Surv(time, status) ~ age, data = lung)
model2 <- coxph(Surv(time, status) ~ age + sex, data = lung)
compare_c_stat(modell, model2, data = lung, R = 500)
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